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Specimens for influenza surveillance
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2018 Subtypes by Quarter
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JanFebMar AprMayJun JulAugSep OctNovDec
H3N2 29 45 22 37
H1N2 18 26 24 63
H1N1 42 38 17 43

1 
H3N1



H1 Clades 2018
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ND gamma2-betalike 0 3 2 1
1B.2.2.2, delta 1b 1 2 1 4
1B.2.2.1, delta 1a 6 4 1 10
1B.2.2, delta 1 0 0 0 1
1B.2.1, delta 2 3 9 13 25
1A.3.3.3, gamma 25 21 13 35
1A.3.3.2, H1N1pdm09 4 18 4 5
1A.2, beta 4 0 1 4
1A.1.1, alpha 2 7 6 22

• gamma2-beta-like 1A.2.3-like
• USA – MN, OK, NE

• USA

• delta1a 1B.2.2.1 
• USA

• delta1, 1B.2.2
• USA (TX only)

• delta 2 1B.2.1 
• USA

• Gamma 1A.3.3.3
• USA

• Canada, USA, Mexico

• beta 1A.2
• USA (KS, OK, TX

• alpha 1A.1.1
• CANADA, USA

delta 1b 1B.2.2.2

npdm 1A.3.3.2



H1 – NA Pairings
1998
N2

2002
N2

2002
N2 

classical 
swine N1

pandemic 
N1

1A.1.1, alpha 8% 92% 0% 0% 0%

1A.2, beta 0% 0% 0% 100% 0%

1A.2-3, gamma 2-beta-like 0% 0% 0% 100% 0%

1A.3.3.2, H1N1pdm09 0% 0% 0% 0% 100%

1A.3.3.3, gamma 0% 4% 0% 96% 0%

1B.2.1, delta 2 94% 6% 0% 0% 0%

1B.2.2, delta 1 0% 0% 100% 0% 0%

1B.2.2.1, delta 1a 22% 78% 0% 0% 0%

1B.2.2.2, delta 1b 0% 100% 0% 0% 0%
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AprMayJun JanFebMar JulAugSep OctNovDec
Column1
3.Other-Human-1990 (Cluster II) 1
3.2010_other (HuSeas) 1
3.2010.1 (HumanLike) 32 20 11 25
3.1990.4_D 1
3.1990.4_B 5 4 3
3.1990.4_A 6 5 4
3.1990.4 6 1 2 3
3.1990.3.LAIV-like 1 2 2
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H3 – NA Pairings
1998       
N2

2002      
N2

2002      
N2 

2002 
N2subset

3.1990.4
(Cluster IV) 0% 0% 0% 100%

3. 1990.4_A
(Cluster IVA) 0% 100% 0% 0%

3.1990.4_B
(Cluster IVB) 0% 100% 0% 0%

HumanLike 7% 90% 3% 0%



It will likely continue to be difficult 
to control influenza due to high 
IAV-S genetic diversity in pig 
populations.
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