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History of U.S. SIV Survelllance

* Not a reportable disease
Testing and data management at local level

 CDC/USDA joint effort underway when
PH1N1 identified

« USDA surveillance started May 2009
* Anonymous stream added July 2010
« Subtyping PCR added to algorithm 2012
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Survelllance Results

« Data do not represent prevalence

» Based on voluntary submissions

« Data are based primarily on anonymous submissions
» Data is state level based

» Unable to tell multiple submissions from same herd/flow

« Data are based on date of collection

» Numbers increase over time and are subject to further

characterization
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USDA SIV Surveillance Program Isolation and Characterization Activities - 10/1/2009-1/31/2012

6855 Samples (not graphed)
2733 Accessions

1059 Positive Accessions

561 Accessions with viral
isolates

171 Accessions - pN1 gene
469 Accessions subtyped

Accessions
——Positive Accessions
VI Positives
——pN1 Positive Accessions

V ——Subtyped Accessions
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USDA SIV Surveillance - 10/1/2009- 1/31/2012
Subtype Breakdown
Other/ Mixed
2%

m H1pN1

m H1IN1

W HIN2

m H3N2

m Other/ Mixed

1059 positive accessions reported
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Appendix C: Testing Guidelines, Forms, Submission Instructions

Appropriate Sample’

Stop banking negative {_l_)!
samples unless PH case
{which should go directly - y
to NVSL) [Gtop Testing lf.l \
¥
|
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, \
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(+)
sIV solates derived
from alternative Dx Stop Testing
methodology *
—=z==z===s==s=================-=================
|
Sequence hemagglutinin,
neuraminidase, and matrix

genes— up to 2 samples per
accession if multiple subtyping
results received

USDA
LoLA

Complete Matrix PCR within 2
business days of receipt of the
accession. Run Matrix on up to 10
samples per accession
Report matrix PCR results weekly
on provided spreadsheet &

Complete subtyping PCRs on up to
2 samples with the lowest CT values
per accession within 1 business day
of matrix PCR positive results

Report subtyping PCR results
mmmms

Begin VI on up to 2 samples with
lowest CT values within 1 week
of sample receipt; isolate
abtained within 14 days

Report completed VI results on
weekly spreadsheet &

Complete 3 gene sequencing
within 2 weeks of obtaining virus

Report sequences to
GenBank, submission
contractor or NWSL per agreed
protocols within 1 week of
|:t:||1l|:l|!l:ingstet:p.n!m:'l'q;;'5

—

Revised SIV testing algorithm 1.24.12 DRAFT
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NVSL Activities

« Repository development
« Subtyping PCR

» Validation on isolates
e Seguencing

» Evaluating next generation sequencing for
selective whole genome sequencing
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